Key indicators: single-crystal X-ray study; T = 299 K; mean (C-C) = 0.004 Å; R factor = 0.034; wR factor = 0.100; data-to-parameter ratio = 15.4.
Related literature
For related literature, see: Gowda et al. (2006 Gowda et al. ( , 2007 Gowda et al. ( , 2008a .
Experimental
Crystal data C 9 H 9 Cl 2 NO 3 S M r = 282.13 Orthorhombic, Pbca a = 9.6580 (8) Å b = 10.3177 (8) Å c = 23.067 (2) Å V = 2298.6 (3) Å 3 Z = 8 Mo K radiation = 0.74 mm À1 T = 299 (2) K 0.48 Â 0.46 Â 0.32 mm
Data collection
Oxford Diffraction Xcalibur diffractometer with a Sapphire CCD detector Absorption correction: multi-scan (CrysAlis RED; Oxford Diffraction, 2007) T min = 0.719, T max = 0.799 8079 measured reflections 2313 independent reflections 1886 reflections with I > 2(I) R int = 0.022 Refinement R[F 2 > 2(F 2 )] = 0.034 wR(F 2 ) = 0.099 S = 1.14 2313 reflections 150 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.34 e Å À3 Á min = À0.33 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (2) 166 (2) Symmetry code: (i) x À 1 2 ; y; Àz þ 1 2 .
Data collection: CrysAlis CCD (Oxford Diffraction, 2004); cell refinement: CrysAlis RED (Oxford Diffraction, 2007) ; data reduction: CrysAlis RED; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: PLATON (Spek, 2003) ; software used to prepare material for publication: SHELXL97.
the structure of N-(4-methylphenylsulfonyl)-2,2-dichloroacetamide (N4MPSDCAA) has been determined (Gowda et al., 2006 (Gowda et al., , 2007 (Gowda et al., , 2008a (Gowda et al., , 2008b . The conformation of the N-H and C=O bonds in N4MPSDCAA are anti to each other ( Fig.   1 ), similar to that observed in N-(phenylsulfonyl)-2,2,2-trimethylacetamide (NPSTMAA) (Gowda et al., 2008b) , N-(4chlorophenylsulfonyl)-2,2,2-trimethylacetamide (N4CPSTMAA) and (4-methylphenylsulfonyl)-2,2,2-trimethylacetamide (N4MPSTMAA) (Gowda et al., 2008a, b) . The bond parameters in N4MPSDCAA are similar to those in NPSTMAA, N4MPSTMAA, N4CPSTMAA (Gowda et al., 2008a , b), N-(aryl)-2,2-dichloroacetamides (Gowda et al., 2006 and 4methylbenzenesulfonamide and other arylsulfonamides (Gowda et al., 2007) . The N-H···O hydrogen bonds (Table 1) connect the molecules to chains running along the a axis ( Fig. 2 ).
Experimental
The title compound was prepared by refluxing 4-methylbenzenesulfonamide (0.10 mole) with an excess dichloroacetyl chloride (0.20 mole) for about an hour on a water bath. The reaction mixture was cooled and poured into ice cold water.
The resulting solid was separated, washed thoroughly with water and dissolved in warm dilute sodium hydrogen carbonate solution. The title compound was precipitated by acidifying the filtered solution with glacial acetic acid. It was filtered, dried and recrystallized from ethanol. The purity of the compound was checked by determining its melting point. It was characterized by recording its infrared and NMR spectra. Single crystals of the title compound used for X-ray diffraction studies were obtained from a slow evaporation of an ethanolic solution.
Refinement
The NH atom was located in difference map, and its positional parameters were refined freely. The other H atoms were positioned with idealized geometry using a riding model with C-H = 0.93-0.98 Å. All H atoms were refined with isotropic displacement parameters (set to 1.2 times of the U eq of the parent atom).
The five reflections most deviating reflecions (1 0 2, 1 1 2, 0 2 0, 1 1 1, 0 0 4) were omitted from the refinement. (3) C7-C8 1.540 (3) C1-S1 1.761 (2) C8-Cl1 1.760 (2) C2-C3 1.383 (4) C8-Cl2 1.778 (2) C2-H2 0.9300 C8-H8 0.9800 C3-C4 1.385 (4) C9-H9A 0.9600 C3-H3 0.9300 C9-H9B 0.9600 C4-C5 1.381 (4) C9-H9C 0.9600 C4-C9 1.512 (4) N1-S1 1.6800 (19) C5-C6 1.384 (4) N1-H1N 0.82 (3) C5-H5 0.9300 O1-S1 1.4256 (17) C6-H6 0.9300 O2-S1 1.4276 (17) 
